#SINA GHASEMY

# my project is about DMD

Hstep 1

# Import DMD DATA with affy
library(affy)

library(oligo)

cellpath = "D:/R/project/DMD data"
DMD = ReadAffy(celfile.path=cellpath)
class(DMD)

str(DMD)

fistep 2

#perfect match and miss matches
pms<-affy::;pm(DMD)
head(names(pms))

head(pms)

tail(pms)



—



library(affy)

library(oligo)

for (i in 1:12){
name = paste("MAplot",i,".jpg",sep="")
jpeg(name)

oligo::MAplot(DMD1,which=i)

dev.off()

—

for (iin 1:12){
name = paste("MAplot",i,".jpg",sep="")
jpeg(name)
affy::MAplot(DMD,which=i)

dev.off()

—

#tnormalization












